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Tarasov har studert gjødselbillenes utviklingshistorie og foretatt en “opprydning” i disse 
billenes slektskapsforhold («Tree of Life»).  Billene som altså lever av andres avføring er 
karismatiske skapninger som kan gi oss generell kunnskap om økologiske mønstre og   
evolusjon. 
 

Dung beetles, despite an intensive array of investigations, have been concealing 
the mystery of their evolutionary history (or as scientists say the Tree of Life) over the last 
thirty years. Ever since my school days, these creatures have fascinated me and I started 
my journey in studying the puzzle of their evolution and systematics while attending high 
school in my hometown. 

In my PhD study, I aimed at tackling this evolutionary problem by analyzing 
DNA, comparative anatomy and fossils of dung beetles using traditional and some 
innovative statistical methods. The emphasis was made on gathering a global set of data 
in order to get a broad insight. This analysis shed new light on the dung beetle Tree of Life 
and demonstrated that their conventional classification (the categorization of organisms 
based on their shared evolutionary history) is largely wrong and has to be substantially 
corrected. To improve it, I introduced the largest change in dung beetle systematics for 
the last 50 years, by modifying content of the existing dung beetle tribes (groups of 
genera) and establishing new ones. These results also demonstrated that two dung beetle 
genera from southern Asia Parachorius and Cassolus, that had never been deemed to be 
closely related, are indeed the close relatives representing one single genus rather than 
two distinct ones. Seven species from various countries in southern Asia constituting 
around a half of the total species diversity in this genus were found to be new to science 
and described for the first time in my thesis. 

Along with my colleagues, I investigated the fossils in order to track the timing of 
dung beetle evolution. This investigation showed that out of 31 fossil dung beetles known 
up to date, only 19 can be reliably referred to dung beetles, while other fossils are doubtful 
due to their incomplete preservation. Moreover, even the preservation of reliable fossils 
was quite poor which hampered their examination. Nevertheless we were lucky in one 
other respect - a friend of one of the co-authors found and purchased two well-preserved 
and hitherto unknown fossils on EBay (EBay really helps to move science forward). Their 
good preservation was essential to us as it provided the detail data on their anatomy 
which was evaluated in the evolutionary context. This suggested that the present-day 
dung beetle lineages seem to have become established by the late Oligocene–mid Miocene 



 

 

(30-16 Mya), while origin of dung beetles seemingly happened in Upper Cretaceous (80-
60 Mya) with the breakup of Gondwana – the ancient southern supercontinent. However, 
the question on the dung beetles’ origin, which is presently based on interpreting their 
Tree of Life and biogeography, is definitely awaiting further research since due to the 
absence of ancient fossils, additional data and ways of analysis are needed to back up this 
conclusion. 

Dung beetles (the subfamily Scarabaeinae) are a charismatic group of insects 
that comprises ~ 6200 species feeding mainly on mammalian excrements distributed 
around the globe. Beside that their striking diversity exceeds the diversity of extant 
mammals (~5500 species) and approaches that of birds (~9800 species) , they promise to 
revolutionize biology by acting as a model group, used by scientists to discover new 
patterns in the ecology and development of organisms as well as to monitor our 
environment. It is a rule of thumb that the majority of biological phenomena can be 
interpreted only if we know their evolutionary history. That is why the reconstruction of 
dung beetle Tree of Life is vital for evolutionary biology in general. 
 
 
 
 

 

 

 


